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HI T ARG 2 38 1 CRISPR/Cas9H R FRAF ¥ 2 se BE A, J: T CRISPR/CasOF AR HURE i, BRI 1 1545 2/3 I 40 i A A= # A 5%
AT EC T H B HIRER, X 13 I AR KBRS R A . IR A5 0L T A 2023 A i A A H I BE R R, S
PABEATAR 22 19 H BRI AP0 22 DI RE ORI T 1 o T SRAy B 3045 100%J= R i B B 4L, mT DA 1 A7 A8 A7 i 7 0 B v P A i
BH AL 5 R HEAT 7 B A AR X 97T e AR 55
AL T 286, 28 R IS 358 A 0 A AT I 1) £ % B 201 Jfd Control Knockout HEK293T Cells (L00020)ER 4 5] GFP (1) %+ B& 21 ffd
GFP Knockout HEK293T Cells (L00022).
2 R A I 2 I T CRISPR/Cas 9+ A IMAP1LC3C & A ft B ) i # (L 13180 pLenti-MAP1LC3C-sgRNA). %77 #(L13181
MAPILC3C Knockout Lentivirus). HEK293T4H#d(L13182 MAP1LC3C Knockout HEK293T Cells). HEK293 TRk 4l il FIRIPA
Z4 % % (L13183 MAPILC3C Knockout HEK293T RIPA Lysate) . HEK293T i K& 44 il ) Trizol 22 fif ¥ (L13184 MAP1LC3C
Knockout HEK293T Trizol Lysate)%5 7= i, FARIEE 20 25 K 3k B 1) B 7E A i 0 DT o A 272
MAPILC3CHE M R A(Z B0 F
Species Gene Symbol Gene ID GenBank Accession Transcript
Human MAPILC3C 440738 BC127722 NM_001004343
About the gene
Official Symbol MAPILC3C
Previous Symbol -
Official Full Name | microtubule associated protein 1 light chain 3 gamma
Synonyms ATGS8J
Location 1q43
Gene Type protein_coding
Uniprot ID Q9BXW4
Pathway/Library Lung Cancer Growth Related Genes Library
Autophagy is a highly regulated bulk degradation process that plays an important role in cellular
Gene Summary maintenance and development. MAP1LC3C is an ortholog of the yeast autophagosome protein Atg8 (He
et al., 2003).
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AHEK293T Cells N [F] )3 H )2 [FlsgRNA . Cas9Flpuromycindyt 4 A 1895 BB 4L F+ 28 1 puromycin i E FITTEIEE 5E B 2% 70
FEHEK 293 T4 .

AU AR A 5 IEAE RS 7R H PR S R e 1257 =K R RIEIRAE B (FUK) — /MRS BERE 7% (1 20 i
BN/ BRI SRR ) o O T S AP 52 KRS S I PR B B AR AL, X T IR MR IR AR, T Ry
DL IR s IR AR A0 B SR BB 0 P EAT IS 5

TSR, & TIKE&Eamth, BB E 7555, V7B RIRRES: SMEaE Tk, 58S
IR IR BT BB B A A R A NI R R IR A T, DDA TR 4 B T =i AR

BN R A7 FI AN JE 1 R AR 5 A AT 15 7%, DA RS 70« IRAS FR R BT o 8T i AN AT S IR 480, VRA7 41 i v] 7E-80°C
MR ORAF2H

B HAFE L TA0NGIHL, ARBUNO0.5-1ml, UG 360-90%, EIE 75 E 1 6cmEs 7R . 40 A2 T3 J5 7730 R
X, ATRAHAE B 2R3 Sem#E IR, X FEAHMAE K2 0T

WERA A F R, JF BRI IR 700 58 A B R K WG BE AN AR, YACRI 40 M S 1 7 OB SR A AR KORES,
SR 2 R 85 % 1 SRR AT A AR AE . IR B IR 2, R R IR E T R 2R AR b i I DA T R 40 L
DUMBE . n SR 2 RIS R B O R R AN, T DA E R A R B R SR LB R R B R . ARG IR O
WINOR BB IR AR SR %, IF BAE T OB R IR, OREE — PR TR, RN — 2B B IR, IX R ) DUS B b
BT 55 R B G 2 5 S B AE K IAIE N, BRI R AP I A KRS

AR5 F7 NDMEM (high glucose)+10% FBS. 18 7E 55 FR I HH I NS 5 75 57 3% -5 55 2 VA MR LA BT LT BRI 40 B V5 %,
W 7R 1T 8 R-FE B RV TH(100X) (C0222). [AIE , I 24K 5 A1 pg/mlffPuromycin (STS51). A YL 1895 2 HEK 293 T
) ELAARAS BB 29293 T (AR 4HH) (C6008):  https://www.beyotime.com/product/C6008.htm .
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X2 i E4H, T LU T7 Endonuclease I (T7TEDEAT S, RIFRHLAN M1 FE R 4IDNA, 7EsgRNAJTHI Ul & 1514
HEATPCRY 1, SR G HEATTTEIRG VIR B 3K 43 A1, FLARTE 27 25 2 K 0 = DR 40 4 i 5 R 751 6(D05 08) B T 7 Endonuclease
I (CRISPRE: ZE K RAF 4 5 H) (D7080): 4 mT LLIE S H AR K (I HiAR gh AT A il o V. 1T CRISPRE: A g bl 5 2 A A7
TANIEIE FIER R RAE, RIE AiB L qRT-PCRAS H 5 R HImRNABE AT 5 AR SR I Wi B 5B 1 A0 2 DR e

b, X THRTCREANN, FEIPCRY 1Y HsgRNARE [ (15 X Fr B #EAT 8 AN AP 1) 77 2AHEAT B0AE, (R It m] LA A AH S B9 Bt
PRBEATATIN o AR 7 ity 3 AT DG 1 — 25 7 0 B o e 200 R S5 3 4 2 R e 1) 5 DA S BRI AR 22 T e A
X~ m:
LIk ILLE 3
L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 132/
0222 T = -HE R R (100X) 100ml
D0508S/M i PR 21 2 4 R A Ao U ) 25/100%
D7080S/M/L T7 Endonuclease T (CRISPRZ5:3% [K] 2845 %5 52 F) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride ("M 2 %) 10mg/mlx 1ml
ST551-50mg Puromycin Dihydrochloride (FEM4 2% %) 10mg/mlIx5ml
ST551-250mg Puromycin Dihydrochloride (FEM4 2% %) 250mg
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